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Outras Referências 

Endereços electrónicos (on line at): 

 

African Studies Center – Cape Verde Page. 

http://www.sas.upenn.edu/African_Studies/Country_Specific/C_Verde.html 

 

African Studies Center – Guinea Bissau Page. 

http://www.sas.upenn.edu/African_Studies/Country_Specific/G_Bissau.html 

 

Centro de Estudos Multiculturais 

www.multiculturas.com/cabo_verde 

 

Federal Bureau of Investigation 

http://www.fbi.gov/ 

 

Felsenstein, J. 1993. PHYLIP (Phylogeny Inference Package) User Manual. Department of Genetics, 

University of Washington, Seattle. 

http://evolution.genetics.washington.edu/phylip.html 

 

Germinal – Jornal da Oposição Operária – ‘África: berço da humanidade e da civilização.’ 

http://sites.uol.com.br/opop/ger_n7_4.htm  

 

Mapa Etnográfico da Guiné-Bissau 

http://www.tchando.com/gui4.html 
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MBendi – Information for Africa. An MBendi profile: Cape Verde. 

http://www.mbendi.co.za/cycvmps2.gif e http://mbendi.co.za/land/af/cv/p0005.htm 

 

MBendi – Information for Africa. An MBendi profile: Guinea-Bissau.  

http://mbendi.co.za/cygbmps2.gif e http://mbendi.co.za/land/af/gb/p0005.htm 

 

Os descobrimentos – NMMcriações © 1999 / 2001. 

http://descobrimentos.tripod.com/ 

 

Mitomap – A human mitochondrial genome database  

http://www.mitomap.org. 

 

 

 

 

 

 

 

 

 

 

 


